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Lexicon BLAST Server 

^ EXHIBITS" 

>IPI00044749.2 ACCESSION: IPI00044749 NID: Homo sapiens (Human) . 

— SERINE/THREONINE-PROTEIN KINASE NEKl . IPI.human 

Length = 1258 

Score = 2184 bits (5659), Expect = 0.0 , (89%) G „ s = 44/1258 (3%) 

Identities = 1123/1258 (89%), Positives = 1123/1258 (89%), Gaps ««/x«o 

Query: 1 MEKWRLQKIGEGSFGKAILVKSTEDGRQWIKEINIXXXXXXXXXXXXXXVA^KH 60 
MEKYVRLQKIGEGSFGKAILVKSTEDGRQYVIKEINI ^n^Zu fin 

.Sbjct: 1 ... MEKYVRLQKIGEGSFQKAILVKSTEDGRQW . 

Ouerv- 61 PNIVQYRESFEENGSLYIVMDYCEGGDLFKRINAQKGVLFQEDQILDWFVQICLALKHVH 120 
Query. 61 p^xVQYRESFEENGSLYIVMDYCEGGDLFKRINAQKGVLFQEDQILDWFVQICLALK 
Sbjct: 61 PNIVQYRESFEENGSLYIVMDYCEGGDLFKRINAQKGVLFQEDQILDWFVQICLALKHVH 120 

Query 121 DRKILHRDIKSQNIFLTKDGTVQLGDFGIARVLNSTVELARTCIGTPYYLSPEICENKPY 180 
Query. ^^HRDIKSQNIFLTKDGTVQLGDFGIARVLNSTVELARTCIGTPYYLSPEICENKPY 

Sbjct: 121 d™dSk^ 180 

Ouery- 181 NNKSDIWALGCVLYELCTLKHAFEAGSMKNLVLKIISGSFPPVSLHYSYDLRSLVSQLFK 240 
Query. N^SDIWALGCVLYELCTLKHAFEAGSMKNLVLKIISGSFPPVSLHYSYDLRSLVSQLFK 
Sbjct: 181 iLlWALGCVLYELCTLKHAFEAGSMKNLVLKIISGSFPPVSLHYSYDLRSLVSQLFK 240 

Query: 241 RNPRDRPSWSILEKGFIAKRIEKFLSPQLIAEEFCLKTFSKFGSQPIPAKRPA 300 

RNPRDRPSVNSILEKGFIAKRIEKFLSPQLIAEEFCLKTFSKFGSQPIPAKRPASGQNSI 
Sbjct: 241 RNPRDRPSVNSILEKGFIAKRIEKFLSPQLIAEEFCLKTFSKFGSQPIPAKRPASGQNSI 300 

Ouerv- 301 SVMPAQKITKPAAKYGIPLAYKKYGDKKLHEKKPLQKHKQAHQTPEKRVNTGEERRKISE 360 
Query. 301 g^p^Q^jipp^p^KYGIPLAYKKYGDKKLHEKKPLQKHKQAHQTPEKRVNTGEERRKISE 
Sbjct: 301 SVMPAQKITKPAAKYGI PLAYKKYGDKKLHEKKPLQKHKQAHQTPEKRVNTGEERRKI SE 360 . 

Ouerv- 361 EAARKRRLEFXXXXXXXXXXXXSLMKAEQMKRQEKERLERINRAREQGWRNVLSAGGSGE 420 
Query. 361 *™ SLMKAEQMKRQEKERLERINRAREQGWRNVLSAGGSGE 
Sbjct: 361 EAARKRRLEFIEKEKKQKDQIISLMKAEQMKRQEKERLERINRAREQGWRNVLSAGGSGE 420 

Ouerv 421 VKAPFLGSGGTIAPSSFSSRGQYEHYHAIFDQMQQQRAEDNEAKWKREIYGRGLPE 476 

Q ^' VKAPFLGSGGTIAPSSFSSRGQYEHYHAIFDQMQQQRAEDNEAKWKREIYGRGLPE 

Sbjct: 421 VKAPFLGSGGTIAPSSFSSRGQYEHYHAIFDQMQQQRAEDNEAKWKREIYGRGLPERGIL 480 

RQKGQLAVERAKQVEEFLQR 496 

Query: 477 - - RQKGQLAVERAKQVEEFLQR 

Sbjct: 481 PGVRPGFPYGAAGHHHFPDADDIRKTLKRLKAVSKQANANRQKGQLAVERAKQVEEFLQR 540 

Query- 497 KREAMQNKARAEGHMVYLARLRQIRLQNFNERQQIKAKLRGEKKEANHSEGQ^ 556 

Query. kr ^ nk ^ EGHMV ylarlrqirlqnfnerqqikaklrgekkeanhsegqegse^ 
sbjct: 541 kreamqnkaraeghmvylarlrqirlqnfnerqqikaklrgekkeanhsegqegseeadm .600 

Ouerv- 557 RRKKIESLICAHANARAAVLKEQLXXXXXXXXXXXXX 616 
Query. 557 ^^ql VWEEHLVAKGVKSSDVSPPLGQHE 

Sbjct: 601 RRKKIESLKWiANARAAVXK^ 

Query- 617 TGGSPSKQQMRSVISVTSALKEVGVDSSLTDTRETSEEMQKTNNAISSKREILRRLNENL 676 

QU6 ^' TGGSPSKQQMRSVISVTSALKEVGVDSSLTDTRETSEEMQKTNNAISSKREILRRLNEN^j 

Sbjct: 661 TGGSPSKQQMRSVISVTSALKEVGVDSSLTDTRETSEEMQKTNNAISSKREILRRLNENL 720 

Query- 677 KAQEDEKGMQNLSDTFEINVHEDAKEHEKEKSVSSDRKKWEAGGQLVIPLDELTLDTSFS 736 
Query. qnlsdtfexnweDAKEHEKEKSVSSDRKKWEAGGQLVIPLDELTLDTSFS 



KAOEDEKG QNLSDTFEINVHEDAKEHEKKKb vssukam^^ v * * — - . — 
KAQEDEKGKQNLSDTFEINVHEDAKEHEKEKSVSSDRKKWEAGGQLVIPLDELTLDTSFS 



780 

Sbjct: 721 
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Query: 737 TTERHTVGEVIKLGPNGSPRRAWGKSPTDSVLKILGXXXXXXXXXXXXXXXIRSEISPEG 796 

TTERHTVGEVI KLGPNGS PRRAWGKS PTDS VLKI LG I RSE I S PEG 

Sbjct: 781 TTERHTVGEVIKLGPNGS PRRAWGKS PTDSVLKILGEAELQLQTELLENTTIRSEIS PEG 840 

Query: 797 EKYKPLITGEKKVQCISHEINPSAIVDSPVETKSPEFSEASPQMSLKLEGNLEEPDDLET 856 

EKYKPLITGEKKVQCISHEINPSAIVDSPVETKSPEFSEASPQMSLKLEGNLEEPDDLET 
Sbjct: 841 EKYKPLITGEKKVQC I SHEINPSAIVDS PVETKSPEFSEASPQMSLKLEGNLEEPDDLET 900 

Query: 857 EILQEPSGTNKDESLPC.TITDWISEEKETKETQSADRITIQENEVSEDGVSSTVDQLSD ,916 

EILQEPSGTNKDESLPCTITDVWISEEKETKETQSADRITIQENEVSEDGVSSTVDQLSD 
Sbjct: 901 EILQEPSGTNKDESLPCTITDVWISEEKETKETQSADRITIQENEVSEDGVSSTVDQLSD 960 

Query: 917 IHIEPGTNDSQHSKCDVDKSVQPEPFFHKWHSEHLNLVPQVQSVQCSPEESFAFRSHSH 976 

IHIEPGTNDSQHSKCDVDKSVQPEPFFHKWHSEHLNLVPQVQSVQCSPEESFAFRSHSH 
Sbjct: 961 IHIEPGTNDSQHSKCDVDKSVQPEPFFHKWHSEHLNLVPQVQSVQCSPEESFAFRSHSH 1020 

Query: 977 LPPKNKNKNSLLIGLSTGLFDANNPKMLRTCSLPDLSKLFRTLMDVPTVGDVRQXXXXXX 103 6 

LPPKNKNKNSLLIGLSTGLFDANNPKMLRTCSLPDLSKLFRTLMDVPTVGDVRQ 
Sbjct: 1021 LPPKNKNKNSLLIGLSTGLFDANNPKMLRTCSLPDLSKLFRTLMDVPTVGDVRQDNLEID 1080 

Query: 1037 XXXXXXXXXGPSDSEDIVFEETDTDLQELQASMEQLLREQPGXXXXXXXXXVLKNSDVEP 1096 

GPSDSEDIVFEETDTDLQELQASMEQLLREQPG VLKNSDVEP 
Sbjct: 1081 EIEDENIKEGPSDSEDIVFEETDTDLQELQASMEQLLREQPGEEYSEEEESVLKNSDVEP 1140 

Query: 1097 TANGTDVADEDDNPS S E SALNEEWHSDNSDGE I AS EC EC DS VFNXXXXXXXXXXXXMGFE 1156 

TANGTDVADEDDNPSSESALNEEWHSDNSDGEIASECECDSVFN MGFE 
Sbjct: 1141 TANGTDVADEDDNPSSESALNEEWHSDNSDGEIASECECDSVFNHLEELRLHLEQEMGFE 1200 

Query: 1157 KFFEVYEKIKAIHEDEDENIEICSKIVQNILGNEHQHLYAKILHLVMADGAYQEDNDE 1214 

KFFEVYEKIKAIHEDEDENIEICSKIVQNILGNEHQHLYAKILHLVMADGAYQEDNDE . 
Sbjct: 1201 KFFEVYEKIKAIHEDEDENIEICSKIVQNILGNEHQHLYAKILHLVMADGAYQEDNDE 1258 
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